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Summary
Background We recently demonstrated that administration of probiotics resulted in significant

clinical improvement in very young children with moderate-to-severe atopic dermatitis (AD). The

purpose of this study was to determine the underlying immunological effects that are associated with

these apparent clinical benefits.

Methods Peripheral blood mononuclear cells (PBMC) were isolated from children (n5 53) at

baseline and at the end of an 8-week supplementation period during which they received a probiotic

(Lactobacillus fermentum PCCTM) (n5 26) or a placebo (n5 27). A further sample was collected at

16 weeks (8 weeks after ceasing the supplement). Cytokine (IL-5, IL-6, IL-10, IL-13, IFN-g and

TNF-a) responses to allergens (egg ovalbumin (OVA), beta lactoglobulin (BLG), house dust mite

(HDM)), vaccines (tetanus toxoid (TT)), diphtheria toxoid (DT)), intestinal flora (heat-killed

Lactobacillus (HKLB)), heat-killed Staphylococcus aureus (HKSA), Staphylococcus aureus

enterotoxin B (SEB) and mitogen (phytohaemaglutinin (PHA)) were compared.

Results The administration of probiotics was associated with a significant increase in T-helper type

1(Th1-type) cytokine IFN-g responses to PHA and SEB at the end of the supplementation period

(week 8: P5 0.004 and 0.046) as well as 8 weeks after ceasing supplementation (week 16: P5 0.005

and 0.021) relative to baseline levels of response. No significant changes were seen in the placebo

group. The increase in IFN-g responses to SEB was directly proportional to the decrease in the

severity of AD (r5 � 0.445, P5 0.026) over the intervention period. At the end of the

supplementation period (week 8) children receiving probiotics showed significantly higher TNF-a
responses to HKLB (P5 0.018) and HKSA (P5 0.011) but this was no longer evident when

supplementation ceased (week 16). Although IL-13 responses to OVA were significantly reduced in

children receiving probiotics after 8 weeks (P5 0.008), there were no other effects on allergen-specific

responses, and this effect was not sustained after ceasing supplementation (week 16). There were no

effects on vaccine-specific responses, or on responses to any of the stimuli assessed.

Conclusion The improvement in AD severity with probiotic treatment was associated with

significant increases in the capacity for Th1 IFN-g responses and altered responses to skin and

enteric flora. This effect was still evident 2 months after the supplementation was ceased. The lack of

consistent effects on allergen-specific responses suggests that the effects of probiotics may be

mediated through other independent pathways, which need to be explored further.
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Introduction

While the recent rise in T-helper cell type 2 (Th2)-mediated
allergic disease is likely to be multi-factorial, one of the most
plausible candidates has been the apparent decline in
microbial burden in early life. Early bacterial exposure during
this period is essential for the development of antigen-
presenting cell (APC), Th1 and T regulatory T cell function,
as well as local airway immune networks. It has been

proposed that early encounter with bacteria may inhibit the
development of Th2-mediated allergic responses ([1, 2] and
others) during early life when immune maturation is critical.
Probiotic intestinal flora is arguably the most abundant source
of early immune stimulation, and contribute significantly to
‘microbial burden’ in early life. There is good evidence from
germ-free animal models that bacterial gut colonization is
essential for maturation of immune function and induction of
oral tolerance [3]. This has lead to interest in probiotic
bacterial products in the treatment and prevention of disease.
The gastrointestinal tract makes up a critical part of the

integrated ‘common mucosal immune system’ which is
recognized as a distinct functional entity [4, 5]. Collectively,
the mucosal associated lymphoid tissue (MALT) is the
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largest immune network in the body. Events at mucosal
surfaces are integrated across anatomically remote locations
(namely the gastrointestinal tract and respiratory tract),
and it is well recognized that mucosa-homing IgA-producing
B cells and effector T cells mature in the gut mucosa
before seeding to distal mucosal sites in the respiratory tract
[4, 5]. This provides one logical mechanism by which
intestinal microflora could directly influence the maturation
of immune responses in other tissues. Alteration in microflora
or events that lead to gut inflammation in the gut could
logically modify the local milieu and the rate and pattern of
precursor maturation. This is supported by observations that
infants who develop allergic disease have differences in very
early colonization patterns [6–9]. Recent animal studies
suggest that intestinal flora (probiotic supplementation) can
induce regulatory populations [10] and human studies have
also demonstrated an increase in the in vitro production of
both Th1 IFN-g [11] and regulatory cytokines (IL-10) after
probiotic ingestion [12].
Preliminary studies have noted encouraging results using

probiotics early in life for both primary prevention [13] and
treatment of early allergic disease, namely atopic dermatitis
(AD) [14–17]. Changes in fecal microbial counts following
supplementation confirm that these supplements can achieve
changes in microbial flora [16]. We recently demonstrated that
young children (aged 6–18 months) with moderate-to-severe
AD showed significant clinical improvement in the severity
and extent of their disease as assessed by the SCORAD index
[17]. The purpose of the present study was to assess effects on
underlying immune function and relate these to the clinical
improvement using samples collected during the clinical study.

Methods

These analyses were performed on peripheral blood mono-
nuclear cell (PBMC) samples collected during the course of a
randomized controlled clinical trial [17] which noted a clinical
benefit in young children (6–18 months) treated with
probiotics (n5 26) or a placebo (n5 27) for 8 weeks. PBMC
were isolated from blood samples collected at baseline (week
0; prior to supplementation) and the end of the supplementa-
tion period (week 8) and a further 8 weeks after ceasing
supplementation (week 16).

Participants

These details are published elsewhere [17]. Briefly, children
with moderate or severe AD (n5 56) were recruited between
April and November 2003 from the general community or
outpatient clinics. Of these, only 53 children completed the
study and provided blood samples at each time-point. All
children diagnosed with AD met the Hanafen and Raijka
criteria for AD and had a modified SCORAD X25 [18, 19].
Children were ineligible for the study if they had any other
major medical problems and were not already taking
probiotics or other supplements.

Supplementation

Participants in the probiotic group received 1 � 109 Lacto-
bacillus fermentum VRI 003 PCCTM (Protract Probiomics,

Eveleigh, NSW, Australia) freeze-dried powder twice daily
for 8 weeks. The control group received maltodextran
without probiotic twice daily for the same duration. Both
were dispensed as stable powder in identical individual 1 g
sachets, reconstituted by parents with 5–10mL of water and
administered orally as a suspension. The trial protocol was
approved by the Ethics Committees at St John of God
Hospital and Princess Margaret Hospital and all women gave
informed consent.

Clinical assessments and previously reported clinical
findings

Participants had clinical assessments at week 2, week 4, at the
end of intervention week 8, and final assessment at week 16.
A detailed history was obtained by interview questionnaire,
and an SCORAD assessment [20] was also performed by a
clinician. This tool was used to assess the severity of AD by
combining evaluation of extent, intensity of lesions and
subjective symptoms (pruritus and sleep loss) [20]. To ensure
consistency, a single investigator performed all SCORAD
assessments.
The details of the study outcomes are also published

elsewhere [17]. In summary, we observed a significant
reduction in SCORAD index over time in the probiotic
group (P5 0.03) but not the placebo group. Furthermore,
significantly more children receiving probiotics (n5 24, 92%)
had a SCORAD index that was better than baseline at week
16 compared with the placebo group (n5 17, 63%)
(P5 0.01). Finally, at the completion of the study more
children in the probiotic group had mild AD (n5 14, 54%)
compared with placebo (n5 8, 30%). The laboratory para-
meters measured in this study were examined in relation to
these clinical outcomes.

Assessment of sensitization

All children had either a RAST (using commercial Pharmacia
CAPSystem, Uppsela, Sweden) or a SPT (Hollister-Stier
Laboratories, Spokane, WA, USA) to assess for evidence of
sensitization (specific IgE antibodies) to common allergens
(hen’s egg, cows milk, peanut, HDM, cat and grass pollens).
A RAST of X0.35 kU/L was considered positive.

Lymphocyte responses to allergen, microbial and mitogen
stimulation

Peripheral blood samples were collected into heparinized
tubes. Plasma was collected (for RAST testing as above) and
the remaining sample was reconstituted with RPMI (Life
Technology, Paisley, UK) tissue culture medium. Mono-
nuclear cells (PBMC) were isolated within 2h using Lympho-
prep (Nycomed Pharma, Asker, Norway) gradient
centrifugation and cryopreserved for subsequent batch
analysis of allergen-specific cytokine responses. For cytokine
analysis 2 � 109PBMC/L were cultured in AIM V (Gibco,
Life Technology, Paisley, UK) serum-free medium [21] for
48h without stimuli (for spontaneous production of cyto-
kines) or with (a) allergens, including HDM extract 20mg/mL
(CSL, Melbourne, Australia), ovalbumin (OVA) 200mg/mL
(Sigma, Castle Hill, Australia), b lactoglobulin (BLG) 100mg/
mL (Sigma); (b) vaccine antigens, including tetanus toxoid
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(TT) 0.5 fL and diphtheria toxoid (DT) 0.5 fL; (c) Staphylo-
coccus antigens, including SEB 200ng/mL and heat-killed S.
aureus 107CFU/mL; (d) heat-killed L. fermentum 107 colony
forming units (CFU)/mL; (e) phytohemaglutinin (PHA)
mitogen 1mg/mL (HA16, Murex, Biotech Ltd, Dartford,
UK). For PHA stimulation (1mg/mL) 109 PBMC /L were
used.
The S. aureus strain was originally isolated from an infant

with AD, and had been previously identified using three tests;
latex agglutination assay (Staphatech

s

, Oxoid, Basingstoke,
UK), DNase assay (Oxoid) and coagulase activity assay
(Oxoid). S. aureus was cultured overnight in LB medium
(Oxoid), washed twice with sterile PBS and CFU per millilitre
quantified by spread plating 10-fold serial dilutions on LB
agar (Oxoid) and incubating for 24h at 37 1C. Bacteria were
heat-killed at 60 1C for 60min and stored in aliquots at
� 80 1C until use. An aliquot was checked for sterility by
plating on LB agar for 48 1C.
PCC

s

L. fermentum VRI 003 (Probiomics Ltd, Eveleigh,
NSW, Australia) was cultured overnight in De Man, Rogosa,
Sharpe (MRS) broth (Oxoid) and the cells washed twice in
phosphate-buffered saline (PBS) prior to enumeration of the
viable cells by 10-fold serial dilution, and spread plating on
MRS agar. CFU per millilitres of suspension were enumer-
ated after anaerobic incubation at 37 1C for 24 h. The
bacterial suspension was heat treated at 75 1C for 45min
and aliquots stored at � 80 1C until use. An aliquot was
checked for sterility by plating on MRS agar.
Supernatants were analysed for IL-5 using an in-house

ELISA technique as previously described [22]. The limit of
detection was 3 pg/mL. Transforming growth factor-b (TGF-
b1) was determined using an ELISA kit (R&D Systems
Europe, Abingdon, UK) for the detection the latent
TGF-b. The concentration in many stimulated cell culture
supernatants were reduced compared with the controls and
this was reported as percentage suppression determined by
the formula (100� [control� stimulated/control]) � 100.
IL-6, IL-10, IL-13, TNF-a and IFN-g were quantified by
an in-house ELISA using a time resolved fluorometry
(TRF) detection system (DELPHIA, PerkinElmer, Life
Sciences, MA, USA) as previously described [23]. Briefly,
the ELISA method was followed using paired antibodies
(Pharmingen, Sydney, NSW, Australia) and the biotinylated
antibody was detected using Europium-labelled streptavidin
and fluorescence was quantified using a fluorometer (WAL-
LAC VICTOR2, PerkinElmer, Life Sciences). Standard
curves, generated using serial dilutions of recombinant
human IL-6, IL-10, IL-13, TNF-a or IFN-g (Pharmingen),
were linear between 5 and 30 000pg/mL. Cytokine data was
expressed as the difference between the stimulated culture and
the control (pg/mL) and as detected (45 pg/mL) or not
detected.
Cytokine data are shown as spontaneous or stimulated

production as indicated. The responses to various stimuli are
shown as the level above the parallel background (unstimu-
lated) control cultures. TGF-b1 is spontaneously produced in
high levels in PBMC cultures and is generally down-regulated
with activation, the data for this cytokine were defined in
terms the percentage suppression. This is the level of down-
regulation (background minus stimulated) as a percentage of
the spontaneous production [24].

Analysis

Cytokine data were analysed as (a) continuous data,
described by the geometric mean and 95% confidence
intervals, and (b) dichotomous data (detected or non-
detected). Where the data could be normalized with
logarithmic transformation they are displayed as geometric
mean and 95% confidence intervals, and groups compared by
paired (for within-groups changes) or unpaired (for between-
group comparisons) Student’s t-tests. Where this was not
possible the data are displayed as median and interquartile
range and compared using nonparametric tests (Mann–
Whitney U-test for between group comparisons and Wilcox-
on’s test for within group changes). For measures of
correlation parametric tests (Pearson’s correlation) were used
where both variables where normally distributed. Nonpara-
metric correlations were calculated (Spearman’s or Kendall’s
(t) b) where one or both valuables were not normally
distributed. The Kendall’s (t) b-test was used in cases where a
proportion of the variables of interest shared ‘zero’ values, in
order to avoid the problems associated with ‘ties’ within the
data. All statistical analyses were performed using SPSS
software (Version 11 for Macintosh). A P-value o0.05 was
considered statistically significant for all analyses.

Table 1. Characteristics of children in the probiotics and placebo groups

Probiotic group

(n 5 26)

Placebo group

(n 5 27)

Gender

Male 13 (50) 16 (59.3)

Female 13 (50) 11 (40.7)

Age (mean1SD) months 11.6 (4.3) 10.4 (3.32)

Total IgE (mean1SD) (kU/L) 29.7 (4.3) 37.3 (5.9)

RAST to food allergens

Positive (40.35 kU/L) 18 (70) 19 (70)

Negative 8 (30) 8 (31)

Immediate hypersensitivity

reactions to foods

Yes 7 (26.9) 9 (33.3)

No 19 (73.1) 18 (66.7)

Food avoidance

(for immediate or delayed symptoms)

Yes 14 (53.8) 13 (48.1)

No 12 (46.2) 14 (51.7)

Regularly eats yoghurt

Yes 14 (53.8) 11 (40.7)

No 12 (46.2) 16 (59.3)

Has pets at home

Yes 13 (50) 15 (55.6)

No 13 (50) 12 (44.4)

Antibiotics during study period

Yes 10 (38.5) 11 (40.7)

No 16 (61.5) 16 (59.3)

Attendance at daycare

Yes 5 (19.2) 7 (26)

No 21 (80.8) 20 (74)

Unless otherwise stated, values shown are for numbers of children (and

percentages).

There were no significant differences between the groups.
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Results

As previously published [17], there were no significant
differences between the probiotic and placebo group in any
of the baseline characteristics including age, gender, initial
SCORAD score, use or potency of topical steroids, IgE levels
or patterns of sensitization, and the presence of other allergic
diseases. Group characteristics are shown in Table 1.
Although around 40% of the children on this study received
antibiotics at some stage during the study, the probiotic was
resistant to all antibiotics prescribed (mainly penicillin and
cephalosporin derivatives).

Probiotic supplementation increases polyclonal T-helper
type 1 interferon-g immune responses

Changes in IFN-g responses were examined over the course
of the study (weeks 0, 8,16) in response to allergens, mitogens,
vaccines and microbial antigens. The children who received
probiotics showed a significant increase in IFN-g responses to
mitogens and Staphylococcal SEB toxin following supple-
mentation. Specifically, there was a significant increase in
SEB-induced IFN-g responses to mitogens between week 0
and the end of supplementation (week 8) in the probiotic
group (P5 0.046). These levels of response were sustained at
week 16 (with no subsequent decline to baseline responses) 8
weeks after ceasing supplementation (Fig. 1a). There were no
significant changes in the placebo group, although the
baseline levels (week 0) were higher in this group prior to
the intervention (P5 0.032). IFN-g responses to PHA also
increased during supplementation with probiotics but not

placebo (Fig. 1b), and this was statistically significant both at
the end of the supplementation period (week 8; P5 0.004) as
well as 8 weeks after ceasing supplementation (week 16;
P5 0.005). However, there were no differences between the
groups at weeks 8 and 16.
Probiotic supplementation was not associated with any

other effects on IFN-g responses to other specific stimuli (to
allergens, whole killed bacteria or vaccines).

The effects of probiotics on pro-inflammatory cytokine
responses

After supplementation with probiotics (week 8) children had
significantly higher TNF-a responses to heat-killed bacteria
compared with the placebo group (Fig. 2), including res-
ponses to both the intestinal species used for the supplemen-
tation (heat-killed Lactobacillus (HKLB) P5 0.018) and
colonizing skin flora (heat-killed Staphylococcus aureus
(HKSA) P5 0.011). This effect was no longer significant at
16 weeks. Probiotic supplementation did not alter IL-6
responses or TNF-a responses to any other stimuli.

The effects of probiotics on T-helper type 2 cytokine
responses and allergen-specific responses

Although there were no consistent effects of probiotics on
allergen-specific responses, we observed that IL-13 responses
to OVA food allergen decreased significantly (P5 0.008)
during the supplementation period (week 8). However this
effect was not sustained after ceasing supplementation (week
16) as shown in Table 2. There were no other effects of
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Fig. 1. Interferon-g (IFN-g) responses to (a) Staphylococcus enterotoxin B and (b) phytohaemaglutinen. The changes in IFN-g responses to these stimuli
are shown for the probiotic group (dark circles) and the placebo group (open circles) during the study period. The intervention period is denoted by the
shaded area. All cytokine levels are shown as the level above the unstimulated control cultures and data are displayed as geometric mean and 95%
confidence intervals. The data were analysed using paired Student’s t-tests (for within-groups comparisons) or unpaired tests for between-group
comparisons. Po0.05 was considered statistically significant. Significance levels are indicated and denoted *Po0.05, **Po0.01, or ***Po0.005.
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probiotic supplementation on allergen-specific responses.
Although there was an age-related increase in IL-13 responses
to HDM in both groups, this was only significant (P5 0.008)
in the placebo group (Table 2).
Probiotic supplementation was not associated with any

effects on Th2 responses to any of the other stimuli tested.

The effects of probiotics on cytokine-10 and transforming
growth factor-b regulatory cytokine responses

In this study we did not see any effects of probiotic
supplementation on the production of either of these
cytokines in response to any of the stimuli assessed.
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Fig. 2. Tumour necrosis factor alpha (TNFa) responses to (a) heat-killed Lactobacilli and (b) heat-killed Staphylococcus aureus. The changes in TNFa
responses to these stimuli are shown for the probiotic group (dark circles) and the placebo group (open circles) during the study period. The intervention
period is denoted by the shaded area. All cytokine levels are shown as the level above the unstimulated control cultures and data are displayed as geometric
mean and 95% confidence intervals. The data were analysed using paired Student’s t-tests (for within-group comparisons) or unpaired tests for between-
group comparisons. Po0.05 was considered statistically significant. Significance levels are indicated and denoted *Po0.05.

Table 2. Comparison of allergen-specific responses (to house dust mite (HDM), ovalbumin (OVA) and beta lactoglobulin (BLG) in children receiving probiotics or

placebo

PROBIOTIC GROUP (n 5 26)

median (interquartile ranges) pg/ml / % responders

PLACEBO GROUP (n 5 27)

median (interquartile ranges) pg/ml / % responders

Week 0 Week 8 Week 16 Week 0 Week 8 Week 16

IL-10

HDM 7.3 (o3.0–13.8) 54% o3.0 (o3.0–9.4) 48% 11.3 (o3.0–21.5) 61% 5.9 (o3.0–11.5) 56% 8.5 (o3.0–15) 67% 11.7 (o3.0–18.9) 69%

OVA 25.3 (9.3–54.2) 85% 15.8 (7.3–34.9) 80% 30.7 (16.1–93.1) 91% 29.0 (11.2–61.7) 89% 29.7 (11.5–56) 85% 37.5 (17.9–55.7) 92%

BLG o3.0 (o3.0–9.5) 39% o3.0 (o3.0–6.9) 32% o3.0 (o3.0–7.4) 30% 7.1 (o3.0–9.8) 59% 6.6 (o3.0–11) 58% 5.0 (o3.0–10.9) 50%

IL-13

HDM 19.5 (9.7–100.3) 85% 28.0 (8.5–81.6) 84% 46.9 (17.6–248.7) 83% 17.9 (o3.0–59.4) 74% 19.5 (7.8–121) 82% #29.9 (8.3–115.2) 81%

OVA 18.9 (o3.0–60.6) 73% *9.3 (o3.0–39) 60% 16.3 (o3.0–76.9) 70% 16.0 (o3.0–37.6) 70% 13.8 (o3.0–37) 70% 16.1 (6.4–39.5) 77%

BLG 3.9 (o3.0–17.5) 50% o3.0 (o3.0–9.4) 36% o3.0 (o3.0–15.1) 48% o3.0 (o3.0–10.2) 37% o3.0 (o3.0–11) 31% o3.0 (o3.0–14.7) 46%

IFNg
HDM o3.0 (o3.0–24) 44% o3.0 (o3.0–27) 40% o3.0 (o3.0–61.4) 44% o3.0 (o3.0–11.4) 37% *13.1 (o3.0–89) 54% 6.0 (o3.0–25.2) 58%

OVA o3.0 (o3.0–28.7) 44% o3.0 (o3.0–23.7) 38% 8.1 (o3.0–52.2) 52% 7.0 (o3.0–33.7) 52% 15.9 (o3.0–99) 54% 13 (o3.0–73) 54%

BLG o3.0 (o3.0–o3.0) 12% o3.0 (o3.0–o3.0) 20% o3.0 (o3.0–o3.0) 22% o3.0 (o3.0–o3.0) 19% o3.0 (o3.0–5) 24% o3.0 (o3.0–o3.0) 12%

TNFa
HDM o3.0 (o3.0–5) 26% o3.0 (o3.0–o3.0) 9% o3.0 (o3.0–o3.0) 18% o3.0 (o3.0–o3.0) 0% o3.0 (o3.0–3) 9% o3.0 (o3.0–o3.0) 9%

OVA 34.1 (15.5–96.1) 91% 37.9 (19.2–80.3) 96% 35.8 (22.3–67.4) 86% 23.1 (8.6–53.8) 79% 24.5 (6.7250) 83% 24.3 (8.0–57.9) 87%

BLG o3.0 (o3.0–o3.0) 9% o3.0 (o3.0–o3.0) 4% o3.0 (o3.0–o3.0) 14% o3.0 (o3.0–o3.0) 8% o3.0 (o3.0–3) 9% o3.0 (o3.0–o3.0) 4%

*Denotes a significant change in response within a group between week 0-8 (Po0.01);
# Denotes a significant change in response within a group between week 0–16 (Po0.01);

There was no significant difference between the groups
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The relationship between clinical effects and cytokine
responses

The infant immune responses were examined in relation to
clinical effects of probiotic supplementation. The increase in
polyclonal IFN-g response was associated with the previously
documented [17] clinical improvement in the children
receiving probiotic as shown by the significant decrease in
SCORAD index in Fig. 3 (also see information on
participants in ‘Methods’). The increase in IFN-g responses
to SEB (week 8) was directly proportional to the percentage
improvement (decrease in the severity) of AD (r5 � 0.445,
P5 0.026) over the 8-week intervention periods. This trend
was no longer seen 2 months after the supplementation
(week 16; r5 � 0.13, P5 0.53). There were no other
significant correlations with the change in SCORAD over
the study period.

Discussion

This study provided an opportunity to further examine
the immunologic effects of probiotics in a population of
children with AD who have previously been shown to have
clinical improvement with supplementation. The principal
finding was that probiotic administration was associated with
maturation of Th1 IFN-g responses, as measured by ‘non-
specific’ polyclonal responses (to SEB and PHA), and this was
related to the clinical improvement. Although these stimuli
elicit T cell stimulation by different pathways, they are useful
measures of the functional capacity and maturational status

of Th1 pathways [25], as they result in higher-level stimulation
compared with antigen-specific methods of stimulation. These
results are consistent with a recent report by Pohjavuori et al.
[11] in which children with cow’s milk allergy (n5 12) and AD
(n5 14) showed increases in vitro polyclonal IFN-g responses
after 4 weeks of supplementation with Lactobacillus rhamno-
sus GG. Of note, in this study we observed that differences in
Th1 IFN-g responses were not seen in response to ‘specific’
stimuli such as allergens and vaccines. This may be because
of more subtle effects not detectable here, of which the
effects of probiotics are independent of these pathways. In
support of the latter, we did not see any consistent effects on
allergen-specific responses, with the exception of a transient
decrease in IL-13 responses to OVA during probiotic
supplementation (Table 2). There were no effects on any
other allergen/antigen responses, and the potential long-term
effects on development of these immune responses remain to
be determined.
We did note that the probiotic group had lower Th1 IFN-g

responses to SEB at baseline compared with the placebo
group. This could not have been anticipated or avoided at
randomization as the groups were otherwise carefully
matched for all relevant characteristics (such as disease
severity and medication usage). It remains relevant that there
were statistically significant changes within the probiotic
group and no changes in the placebo group. This effect could
not be accounted for by changes in any other exposures, or
other differences between the groups (Table 1).
While allergens and other specific antigens stimulate APC-

driven specific T cell responses, microbial stimuli also
stimulate APC through innate pathways including ligation

Probiotic group
n=26

0

10

20

30

40

50

Placebo group
n=27

0

10

20

30

40

50

Week 0 Week 8 Week 16

SCORAD index

IFN-γ response
to SEB (ng/mL)

SCORAD index

IFN-γ response
to SEB (ng/mL)

Mean (95% CI)

*

*

*

Fig. 3. Changes in dermatitis severity (SCORAD index) in relation to changes in polyclonal Interferon-g (IFN-g) responses. The changes in IFN-g responses
(ng/mL) to Staphylococcus enterotoxin B (uninterrupted lines) are shown in relation to the change in SCORAD index (dashed lines) for the probiotic group
(dark circles) and the placebo group (open circles) during the study period. All cytokine levels are shown as the level above the unstimulated control cultures.
Data are displayed as geometric mean and 95% confidence intervals. The data were analysed using paired Student’s t-tests (for within-group comparisons)
or unpaired tests for between-group comparisons. Po0.05 was considered statistically significant, difference between the groups or changes from baseline
(week 0) are denoted *Po0.05.
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of Toll-like receptors (TLR). As a key part of host defence
these pathways evoke potent Th1 responses. The same
microbial elements also stimulate natural killer T (NKT)
cells that also produce large amounts of IFN-g and TNF-a. It
is likely that these pathways are contributing significantly to
the HKSA- and HKLB-induced production of these cyto-
kines in this study. We have previously noted that TNF-a is
deficient in AD and may play a role in disease expression,
with significantly lower TNF-a responses to allergens,
vaccines and bacteria (including both HKSA and HKLB).
Here we demonstrate that probiotics increase TNF-a
responses to both HKSA and HKLB (but not other stimuli)
suggesting effects, on innate pathways but not allergen-
specific pathways, by which probiotics may mediate an effect
in AD. This needs to be investigated further.
Thus, we have demonstrated that the administration of

probiotic gut flora is associated with changes in systemic T
cell responses as assessed using circulating PBMC, and that
this was associated with a clinical improvement in cutaneous
disease. Some of these effects persist after the probiotics
ceased (such as the increased polyclonal IFN-g responses)
whereas other effects were only seen transiently during the
period of supplementation (such as lower IL-13 responses to
OVA and increased TNF-a responses to bacteria). The
mechanisms by which events in the gut can affect the systemic
immune system and local inflammation in remote tissues such
as the skin and the respiratory tract remain to be determined.
We propose that intestinal flora (including probiotic strains)
influence the maturation of a large pool of immature
precursor cells that circulate through the gut and subse-
quently home to tissues throughout the body [4, 5],
particularly to other mucosal surfaces where they develop
their mature functional attributes. These precursors can
develop into a diverse range of lymphocytes (including
regulatory cells) depending on ambient maturational signals
and this could logically explain the apparently diverse effects
of intestinal microbiotica. Alteration in microflora or events
that lead to gut inflammation in the gut could logically
modify the local milieu and the rate and pattern of precursor
maturation. This could also explain how events in the gut
mucosa can influence local immune development in remote
tissues. Animal studies suggest that probiotic supplementa-
tion can induce regulatory populations [10]. While we did not
measure T regulatory cell function directly in this study, we
did not see any effects on regulatory cytokines (IL-10 or
TGF-b). Our findings are also at odds with human studies
that reported an increase in the in vitro production of
regulatory cytokines (IL-10) after probiotic ingestion [12]. It
is possible that this reflects noted species-specific differences
in immunologic effects [11, 27]. Further studies are still
needed in humans to address the effects on regulatory cell
populations directly.
It has been more difficult to explain remote effects of gut

microflora on immune cells of bone marrow origin (including
monocytes and other APC) that do not directly circulate
through the gut before migrating to peripheral tissues. We did
not examine the effects on specific cell populations in this
study, but others have noted that peripheral blood monocytes
in infant animals mature at significantly different rates
depending on enteric microflora exposure [28]; with two-fold
lower function in germ-free animals [29]. Although dendritic

cells (DC) derived from murine bone marrow are activated
directly by probiotics in vitro to produce strong IL-12 and
TNF-a responses [30] this is unlikely to be relevant in vivo
except for DC which ultimately home to the gut. This
suggests other indirect influences between events in the gut
and developing bone marrow populations. Preliminary
studies in humans suggest that this effect could be directly
on the bone marrow [31]. The study in question found that
oral probiotic supplementation was associated with signifi-
cant changes (Po0.001) in the numbers of circulating
(CD341) bone marrow precursor cells in peripheral blood
[31]. This suggests that probiotics may act through a number
of pathways in addition to the effects on T cell function that
we have shown here. Further studies are needed to examine
this in more detail. A better understanding of the underlying
mechanisms of action may help optimize the therapeutic
potential of probiotics in allergic disease. As many children
with AD are at risk of developing inhalant sensitization and
related respiratory disease, this early period may also offer a
window of opportunity to prevent this ‘atopic march’, and
further prospective studies are also needed to examine the
potential of probiotics in this regard.

Acknowledgements

We wish to acknowledge the staff and patients who assisted in
this study, and the contribution by Elaine Pascoe, Angie
Taylor, and Paul Noakes. We would also like to acknowledge
the support of VRI Biomedical. Dr Weston was funded by a
Channel Seven Telethon Research Fellowship. Prof Prescott
is funded by the National Health and Medical Council (of
Australia).

References

1 Martinez F. Role of viral infections in the inception of asthma and

allergies during childhood: could they be protective? Thorax 1994;

49:1189–91.

2 Holt P, Macaubas C, Prescott S, Sly P. Microbial stimulation as an

aetiologic factor in atopic disease. Allergy 1999; 54 (Suppl. 49):12–6.

3 Sudo N, Sawamura S, Tanaka K, Aiba Y, Kubo C, Koga Y. The

requirement of intestinal bacterial flora for the development of an

IgE production system fully susceptible to oral tolerance induction.

J Immunol 1997; 159:1739–45.

4 Bienenstock J. Gut and bronchus associated lymphoid tissue: an

overview. Adv Exp Med Biol 1982; 149:471–7.

5 Bienenstock J, Befus D. Gut- and bronchus-associated lymphoid

tissue. Am J Anat 1984; 170:437–45.

6 Bottcher MF, Nordin EK, Sandin A, Midtvedt T, Bjorksten B.

Microflora-associated characteristics in faeces from allergic and

nonallergic infants. Clin Exp Allergy 2000; 30:1591–6.

7 Bjorksten B, Naaber P, Sepp E, Mikelsaar M. The intestinal

microflora in allergic Estonian and Swedish 2-year-old children.

Clin Exp Allergy 1999; 29:342–6.

8 Kalliomaki M, Kirjavainen P, Eerola E, Kero P, Salminen S,

Isolauri E. Distinct patterns of neonatal gut microflora in infants in

whom atopy was and was not developing. J Allergy Clin Immunol

2001; 107:129–34.

9 Bjorksten B, Sepp E, Julge K, Voor T, Mikelsaar M. Allergy

development and the intestinal microflora during the first year of

life. J Allergy Clin Immunol 2001; 108:516–20.

Immunological effects of probiotics 1563

r 2005 Blackwell Publishing Ltd, Clinical and Experimental Allergy, 35:1557–1564



10 Giacinto C, Marinaro M, Sanchez M, Strober W, Boirivant M.

Probiotics ameliorate recurrent Th1-mediated murine colitis by

inducing IL-10 and IL-10-dependent TGF-beta-bearing regulatory

cells. J Immunol 2005; 174:3237–46.

11 Pohjavuori E, Viljanen M, Korpela R et al. Lactobacillus GG

effect in increasing IFN-gamma production in infants with cow’s

milk allergy. J Allergy Clin Immunol 2004; 114:131–6.

12 Lammers KM, Brigidi P, Vitali B et al. Immunomodulatory effects

of probiotic bacteria DNA: IL-1 and IL-10 response in human

peripheral blood mononuclear cells. FEMS Immunol Med

Microbiol 2003; 38:165–72.

13 Kalliomaki M, Salminen S, Poussa T, Arvilommi H, Isolauri E.

Probiotics and prevention of atopic disease: 4-year follow-up of a

randomized placebo-controlled trial. Lancet 2003; 361:1869–71.

14 Isolauri E, Arvola T, Sutas Y, Moilanen E, Salminen S. Probiotics

in the management of atopic eczema. Clin Exp Allergy 2000;

30:1604–10.

15 Majamaa H, Isolauri E. Probiotics: a novel approach in the

management of food allergy. J Allergy Clin Immunol 1997; 99:

179–85.

16 Viljanen M, Savilahti E, Haahtela T et al. Probiotics in the

treatment of atopic eczema/dermatitis syndrome in infants: a

double-blind placebo-controlled trial. Allergy 2005; 60:494–500.

17 Weston S, Halbert A, Richmond P, Prescott SL. Effects of

probiotics on atopic dermatitis: a randomised controlled trial. Arch

Dis Child 2005 published on-line 29 April 2005

(doi:10.1136?adc.2004.060673).

18 Kunz B, Oranje A, Labreze L, Stalder J-F, Ring J, Taieb A.

Clinical Validation and Guidelines for the SCORAD Index:

consensus report of the European task Force on Atopic Dermatitis.

Dermatology 1997; 195:10–9.

19 Hanifen J, Rajka G. Diagnostic features of atopic dermatitis. Acta

Derm Venereol (Stockholm) 1980; 92 (Suppl. 144):44–7.

20 Anonymous severity scoring of atopic dermatitis: the SCORAD

index. Consensus Report of the European Task Force on Atopic

Dermatitis. Dermatology 1993; 186:23–31.

21 Upham JW, Holt BJ, Baron-Hay MJ. Inhalant allergen-specific

T-cell reactivity is detectable in close to 100% of atopic and normal

individuals: covert responses are unmasked by serum-free medium.

Clin Exp Allergy 1995; 25:634–42.

22 Rowe J, Macaubas C, Monger T et al. Heterogeneity in diphtheria-

tetanus-acellular pertussis vaccine-specific cellular immunity

during infancy: relationship to variations in the kinetics of

postnatal maturation of systemic th1 function. J Infect Dis 2001;

184:80–8.

23 Dunstan J, Mori TA, Barden A et al. Fish oil supplementation

in pregnancy modifies neonatal allergen-specific immune

responses and clinical outcomes in infants at high risk of atopy: a

randomised controlled trial. J Allergy Clin Immunol 2003;

112:1178–84.

24 Haddeland U, Karstensen AB, Farkas L et al. Putative regulatory

T cells are impaired in cord blood from neonates with hereditary

allergy risk. Pediatr Allergy Immunol 2005; 16:104–12.

25 Aderem A, Ulevitch RJ. Toll-like receptors in the induction of the

innate immune response. Nature 2000; 406:782–7.

26 Dunstan JA, Hale J, Breckler H, Lehmann H, Weston S,

Richmond P, Prescott SL. Atopic dermatitis in young children is

associated with impaired interleukin-10 and interferon-g responses

to allegens, vaccines and colonizing skin and gut bacterica. Clin

Exp Allergy 2005; 35:1309–17.

27 Hart AL, Lammers K, Brigidi P et al. Modulation of human

dendritic cell phenotype and function by probiotic bacteria. Gut

2004; 53:1602–9.

28 Benyacoub J, Czarnecki-Maulden GL, Cavadini C et al.

Supplementation of food with Enterococcus faecium (SF68)

stimulates immune functions in young dogs. J Nutr 2003;

133:1158–62.

29 Rehakova Z, Trebichavsky I, Sinkora J, Splichal I, Sinkora M.

Early ontogeny of monocytes and macrophages in the pig. Physiol

Res 1998; 47:357–63.

30 Christensen HR, Frokiaer H, Pestka JJ. Lactobacilli differentially

modulate expression of cytokines and maturation surface markers

in murine dendritic cells. J Immunol 2002; 168:171–8.

31 Mastrandrea F, Coradduzza G, Serio G et al. Probiotics reduce the

CD341 hemopoietic precursor cell increased traffic in allergic

subjects. Allerg Immunol (Paris) 2004; 36:118–22.

1564 S. L. Prescott et al.

r 2005 Blackwell Publishing Ltd, Clinical and Experimental Allergy, 35:1557–1564


